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gc^cfcS CTC GTA T Tfl flTfl f lM MT> ROft Tfifi TTT TTR ftftC TAT TCP 
Br & rTR at** 1 «at fiac f!AT flflft MT TTT TTT fig 
Length: 80 nt Overlap: 26 nt 

Poll_3JKPB2 ^ wo:zo) 

ai kctl ccr rrr ~tt » m nfr ™« ftftT ™ T ATT ™* TAT ^ 

»*q RAT flan art* ACT AAG G 

Length: 67 nt Overlap « 24 nt 

P01I-51WPB1 U^* li) W.ll) 

CAC ACA CGT CTC GTA T™ ™» »™ *™ ™ T TTt TTT ftTfi AAA OftC 

A»ra rro irt OTft w wfl ccfl <WT flACT CTC TTfl AAT GG 
Length: 69 Overlap: 26 nt 

CAC ACA CGT CTC CGG "P" rei a*r. TAW GTA AAC TAT TTfi AAT EGA TQT 

f»A *OT! G *f TTT ACT TTT C 

Length: 67 nt Overlap: 27 nt 

P^IT-S'WPA. ( (0 tVO^l) 

CCA ACC CGT CTC CTA i ^-ff r»» ana TAP TTT TTT OGA CAG TAT 

rana tap ra a *ti rrra Qff A t™ rr* raa CTA TCT CAA Tfifl BTfi TGT GAG 
AAA ffflA G 

Length: 103 Overlap: 25 nt 

ivot-^wpa ic> ^-^> 

CCA ACC CGT CTC CGG « A q ran Aaq ™n cta Pffi ATT OAA AAT GGA AGA 
tpt VGT ana agjA ATB CTT Q 

Length: 67 nt Overlap: 27 nt 

PolX-S'WEA (<™ 

CAC ACA CGT CTC CTA tt& rrra ttAft ACA AGG GTG TTT T3C_C 
Length: 40 nt Overlap: 22 nt 

CAC ACA CGT CTC CGG "A<* PA A Aare f?AG GGG AAA Prff AAA ftftC ftftC C 
Length: 46 nt Overlap: 29 nt 



CA^ACA^ C^CTA T tZgTR OAA ACA WCM HTA TTT TTT TTT AAT Tfi 
Length: 47 nt Overlaps 30 nt 

o^t.vwmp IP rt/o:2«) 

CAC ACA COT CTC CGG " E" ™* ™<* ™TT AGA TBA TPA CTC 

Length: 42 nt Overlap i 26 nt 

T>»iT-fi'wWA 0'e« 10 

CAC ACA COT CTC CTA * ™ rrra r,AA ftPA AGG AGT TTT Tffi AAC 
Length: 46 nt Overlap: 29 nt 

gag aca ear ere ggg «e« gag ttt aaa tqa atc caa act 

Length: 48 nt Overlap i 32 nt 

CAC ACA COT CTC CTA or* haa APA AOG TAG TTT TTT ACT CCA GC 
Length: 47 nt Overlaps 30 nt 

CAC ACA COT CTC CGG ™* PAO GTA GAT ATT AAA AG 

□ Length: 41 nt Overlap: 26 nt 

if, p^t-c;,^ f *e* io*vv.m 

n CAC ACA COT CTC CTA ™ m-n AAA ACA AGO GTG TTT TTT ATT ATT AAA 

it TA* 

Length i S3 nt Overlap t 36 nt 

CAC ACA COT CTC COG «Af3 <?AA AACT TAG GGT GAC.jB&A GRC ATfl ATG G 
Length: 46 nt Overlap: 30 nt 
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Fig. Watanabe etal. 
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